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1 ATGCTGTTCCGCGCCCGGGGGCCGGTACGGGGCAGGGGCTGGGGGCGGCCGGCGGAGGCT 
1MLFRARGPVRGRGWGRPASA 

6 1 CCCCGCCGCGGGCGCTCGCCGCCCTGGAGCCCCGCCTGGATTTGCTGCTGGGCGCTCGCC 
21PRRGRSPPWSPAWICCWALA 

121 GGCTGCCAGGCGGCCTGGGCTGGGGACCTGCCCTCCTCCTCCAGCCGCCCGCTTCCTCCT 
41GCQAAWAGDLPSSSSRPLPP 

181 TGCCAGGAGAAAGATTATCACTTTGAATATACGGAATGTGATAGCAGTGGCTCCAGGTGG 
61CQEKDYHFEYTECDSSGSRW 

241 AGAGTTGCCATTCCAAATTCTGCAGTGGACTGCTCTGGCCTGCCTGACCCAGTGAGAGGC 
81 R V A I P N S A V D C S G L P D P V R G 

3 0 1 AAAGAATGCACTTTCTCCTGTGCTTCTGGAGAGTATCTAGAAATGAAGAuACCAGGTATGC 
1Q1KECTFSCASGEYLEMKNQVC 

3 6 1 AGTMGTGTGGTGAAGGCACCTATTCCTTGGGCAGTGGCATCAAATTTGATGMTGGGAT 
121SKCGEGTYSLGSGIKFDEWD 

4 2 1 GAATTGCCGGCAGGATTTTCTAACATCGCAACATTCATGGACACTGTGGTGGGCCCTTCT 
141 E L P A G F S N I A T F M D T V V G P S 

4 8 1 GACAGCAGGCCAGACGGCTGTAACMCTCTTCTTGGATCCCTCGTGGAMCTACATAGAA 
ISIDSRPDGCNNSSWIPRGNYIE 

541 TCTAATCGTGATGACTGCACGGTGTCTTTGATCTATGCTGTGCACCTTAAGAAGTCAGGC 
131 S H R D D C T V S L I Y A V H L K K S G 

601 TATGTCTTCTTTGAGTACCAGTATGTCGACAACAACATCTTCTTTGAGTTCTTTATTCAA 
201 Y V F F E Y Q Y V D N N I F F E F F I Q 
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661 MTGATCAGTGCCAC^AGATGGACACCACCACTGACMGTGGGTAAM.CTTACAGACAAT 720 

221MDQCQEMDTTTDKWVKLTDN 240 

7 2 1 GGAGAiTGGGGCTCTCATTCTGTMTGCTGAMTCAGGCACAAACATACTCTACTGGAGA 730 

241 G E W G S H S V M L K S G T* S I L Y W R 260 

7 3 1 ACTACAGGQTCCTTATGGGTTCTMGGCGGTCAAGCCTGTGCTGGTAAAAMTATCACA 8 4 0 

261TTGILMGSKAVKPVLVKNIT 280 

341 ATTGAAGGGGTGGCGTACACATCAGAATGTTTTCCTTGCMGCCAGGCACATTCAGCAAC 900 

281 IEGVAYToECFPCKPGTFSN 300 

9 0 1 MCCAGGTTCATTCA1CTGCCAXTGTGTCCCAGAMCACCTATTCTGAGAAAGGAGCC 96 0 

3Q1KPGSFNCQVCPRHTYSEKGA 320 

961 AMGAATGTATAAGGTGTAAAGACGACTCTCAATTTTCAGGATCCAGTGAGTGTAQGAG 1020 

321KECIRCKDDSQFSGSSECTE 340 

1021 CGCCCTCCCTGTACCACAAAAGACTATTTCCAGATCCATACTCCATGTGATGAAGAAGGA 1080 

341RPPCTTKDYFQIKTPCDEEG 360 

1081 AAGACACAGATAA.TGTACAA.GTGGATAGAGCCCAAAATCTGCCGGGAGGATCTCACAGAT 1140 

361KTQIMYKWIEPKICREDLTD 380 

1141 GCTATTAGATTGCCCCCTTCTGGAGAGAAGAAGGATTGTCCGCCTTGCAACCCTGGATTT 1200 

381AIRLPPSGEKKDCPPCNPGF 400 

1201 TATAACAATGGATCATCTTCTTGCCATCCCTGTCCTCCTGGAACATTTTCAGATGGA1CC 1260 

401YHHGSSSCHPCPPGTFSDGT 420 

1261 AAAGAATGTAGACCATGTCCAGCAGGAACGGAGCCTGCACTTGGCTTTGAATATAAATGG 1320 

421KECRPCPAGTEPALGFEYKW 440 
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1321 TGGMTGTCCTTCCTGGCAACATGAAAACTTCCTGCTTCAATGTTGGGMTTCAAAGTGC 1330 

441WNVLPGNMKTSCFNVGNSKC 460 

1381 GATGGMTCA\TGGTTGGGAGGT'3GCTGGAGATCATATCCAGAGTGGGGCTGGAGGTTCT 1440 

461DGMNGWEVAGDHIQSGAGGS 480 

1441 GACMTGATTACCTGATCTTAJ\ACTTGCATATCCCAGGATTTAAACQCCAACATCTATG 1500 

481DNDYLILNLHIPGFKP PTSM 500 

1501 ACTGGAGCCACGGGTTCTGAACTAGGAA.GAATAACATTTGTCTTTGAGACCCTCTGTTCA 1560 

501IGATGSELGRITFVFETLCS 520 

1561 GCTGACTGTGTTTTGTACTTCATGGTGGATATTMTAGAAiJ\AGTACAAATGTGGTAGAA 1620 

521 A D C V L Y F M V D I N R K S T N V V E 540 

1621 TCGTGGGGTGGAACCAAAGAAAAACAAGCTTACACCCATATCATCTTCAAGAATGCAACT 1680 

541SWGGTREKQAYTHI IFKNAT 560 

1681 TTTACATTTACATGGGCATTCCAGAGAACTAATCAGGGTCAAGATAATAGACGGTTCATC 1740 

561FTFTWAFQRTNQGQDNRRFI 530 

1741 AATGACATGGTGAAGATTTATTCTATCACAGCCACTAATGCAGTTGATGGGGTGGCGTCC 1800 

581 N D M V K I Y S I T A T N A V D G V A S 600 

1801 TCATGCCGTGCCTGTGCCCTCGGTTCTGAACAGTCGGGTTCATCGTGTGTCCCCTGCCCT 1860 

601 S C R A C A L G S E 0 S G S S C V P C P 620 

1861 CCAGGCCACTACATTGAGAMGAMCCAACCAGTGCAAGGAITGTCCACCTGACACCTAC 1920 

621PGHYIEKETNQCKECP PDTY 640 

1921 CTGTCCATACATCAGGTCTATGGCAAAGAGGCTTGTATTCCATGCGC-GCCTGGGAGTAAA 1980 

641 L S I H Q V Y G K E A C I P C G P G S I 660 
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1931 MCMTCAGGACCATTCGGTTTGCTATAGTGACTGCTTTTTCTACCATGAAMAGAAAAT 2040 

661NHQDHSVCYSDCFFYHEKEN 680 

2041 CAGATTTTGCACTATGACTTTAGCAACCTCAGCAGTGTGGGCTCATTAATGAATGGCCCC 2 10 0 

631 0 I L H Y D F 3 JT L S S V G S L H M G P 700 

2101 AGCTTCACCTCCAMGGMCAAMTACTTCCATTTCTTCAATATCAGTTTATGTGGGCAT 2160 

7Q1SFTSKGTKYFHFFNISLCGK 720 

2161 GAGGGGMGMGATGGCTCTCTGTACCMCMTATMCAGACTTTACAGTAAAAGAAATA 2220 

721EGKKMALCTSNITDPTVKEI 740 

2221 GTGGCAGGGTCAGATGATTACACAAATTTGGTAGGGGCATTTGTATGCCAGTCAACAATT 2280 

741VAGSDDYTNLVGAFVCQSTI 760 

2231 ATTCCTTCTGAAAGTAAGGGTTTCCGAGCAGCCTTATCATCACMTCCATCATTCTGGCA 2340 

761 I P S E S K G F R A A L S S Q S I I L A 730 

2341 GATACATTCATAGGAGTCACAGTTGAA1CCACATTGAAAJ\ATATTMTATAAAAGAAGAT 2400 

731 D . T F I G V T V E T T L K N I H I K E D 800 

2401 ATGTTCCCAGTTCCAACMGCCAAATACCAGATGTGCATTTCTTTTATAAGTCTTCTACA 2460 

801 M F P V P T S Q I PDVHFFYKSST 820 

2461 GCMC^CATCTTGTATTAATXCCGATCAACTGCTGTGAAAATGAGGTGT.AATCCTACT 2520 

821ATTSCINGRSTAVKMRCNPT 840 

2521 A.AATCTGGAGCAGGAGTGATTTCAGTCCCCAGCAAGTGCCCAGCAGGTACCTGTGATGGG 2580 

841 I S G A G V I S V P S K C P A G T C D G 360 

2531 TGTACGTTCTATTTCCTGTGGGAGAGTGCTGMGCTTGCCCTCTGTGTACGGAGCATGAC 2640 

861CTFYFLWESAEACPLCTEHD 880 
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2641 TTCCATGAGATTGAGGGAGCCTGCAAGAGAGGATTTCAGGAMCCTTGTATGTGTGGAAT 2700 

881FHEIEGACKRGFQETLYVWN 900 

2701 GMCCTmTGGTGCATOAAC^ATTTCTTTGCCTGAGAAMGTTGGCAACCTGTGM 2760 

9Q1EPKWCIKGISLPEKKLATCE 920 

2761 ACGGTTGACTTTTGGCTGAAGGTGGGAGCCGGTGTGGGAGCTTTTACTGCCGTTTTGCTG 2820 

921 T V D F W L K V G A G V G A F T A V _L L 940 

2821 GTGGCTCTGACCTGCTACTTCTGGAA^AGAATCAAAAGAAAMGAAGACCATTTTGAAT 2380 

941VALTCYFWKKNQKKKKTILN 960 

2881 CTGTTCAACTGAAJ^ICTCMGATCCCCWATATATGAAGAGACAGTGCTGTAGCCTTGA 2940 

961 L F N * 964 

2941 GACTMTGAACAAAGAAACCTGCTCTAGTTTTACAGGACCATATTTTAGGGTCTGTCCTC 3000 

3001 ATACCTGTCACATTGGTGATCTCACAGAGGAGGGCCATGCCGCTGAAAAGGGAAGGAGAT 3060 

3061 TGAMCATTTGATTGCCTTATCACATGGTCMGTACCTTGCCMTAAAGGAAAGCAAAT 3120 

3121 GATTTGGGTCTCAACTGAA.GATGAAGCTCAACTCAGGAAGAGATTTATCTGTATATACAC 3180 

3131 ATMCTGAAMCCAAGTTTAA^jCCCACCAATGCACTGCTGATGCATGCCATATAATTAAT 3240 

3241 GGGTMCTTTTATTCTTTATGATGTCTACATMCAAGTGTGATTTGGAAGGCACATGTGA 3300 

3301 GCATATGCATTATGATCCAATTTATGTTTTTTCTTTGTTTATATTTTGGGGAAAATTMA 3360 

3361 ATTTTTTTMGGTAAAAAAAAAAAAAAAAA 3390 
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1 AIGCTGTICCGCGCCCGGGGGCCGGTACGGGGCAGGGGCTGGGGGCGGCCGGCGGAGGCT 60 

1 M L F R A R G P ; V R G R G W G R P A E A 20 

6 1 CCCCGCCGCGGGCGCTCGCCGCCCTGGAGCCCCGCCTGGATTTGCTGCTGGGCGCTCGCC 120 

21 P R R G R S P ? W S P A H I C C W A L A 40 

12 1 GGCTGCCAGGCGGCCTGGGCTGGGGACCTGCCCTCCTCCTCCAGCCGCCCGCTTCCTCCT 1 3 0 

41 G C Q A A Sf A G D L P S S S S R P L P P 60 

1 8 1 TGCCAGGAGAAAGATTATCACTTTGAATATACGGAATGTGATAGCAGTGGCTCCAGGTGG 2 4 0 

61 C 0 E K D Y H ? E Y T E C D S S G S R W 30 

2 4 1 AGAGTTGCCATTCCAAATTCTGCAGTGGACTGCTCTGGCCTGCCTGACCCAGTGAGAGGC 3 0 0 
81 R V A I P N S A :V D C S G L P D P V R G 100 

3 0 1 AAAGMTGCACTTTCTCCTGTGCTTCTGGAGAGTATCTAGAAATGAAGAACCAGGTATGC 3 6 0 
1Q1KECTFSCASGSYLEMKNQVC 120 

3 6 1 AGTAAGTGTGGTGAAGGCACCTATTCCTTGGGCAGTGGCATCAAATTTGATGAATGGGAT 4 2 0 
L21SKCGEGTY.SLGSGIKFQ2WD 140 

42 1 GAATTGCCGGCAGGATTTTCTAACATCGCAACATTCATGGACACTGTGGTGGGCCCTTCT 4 3 0 

141 E L P A G F S N I A T F M D T V V G P S 160 

4 3 1 GACAGCAGGCCAGACGGCTGTAACAACTCTTCTTGGATCCCTCGTGGAAACTACATAGAA 5 4 0 
161DSRPDGCMNSSWIPRGNYIE 130 

5 4 1 TCTMTCGTGATGACTGCACGGTGTCTTTGATCTATGCTGTGCACCTTMGAAGTCAGGC 6 0 0 
181 S N R D D C T V S L I Y A V H L K K S G 200 

6 0 1 TATGTCTTCTTTGAGTACCAGT ATGTCGACAACAACATCTTCTTTGAGTTCTTTATTCM 6 6 0 
201 Y V F F S Y Q Y V D N N I F F E F F I Q 220 

661 AATGATCAGTGCCAGGAGATGI^AlACCACCACTGACAAGTGGGTAAAACTTACAGACAAT 720 
221NDOCOEMDTTTDKWVKLTDN 240 
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721 GGAGMTGGGGCTCTCATTCTGTMTGCTGMJ\TCAGGCACAMCATACTCTACTGGAGA 780 

241 G EWGS H S V J L IS G ! I I LYW R 260 

731 ACTACAGGCATCCTTATGGGTTCTAAGGCC^TCAIGCCTGTGCTGGTAAAAAATATCACA 340 

261TTGILMGSKAVKPVLVKNIT 280 

3 4 1 ATTGMGGGGTGGCGTACACAT CAGAATGTTTTCCTTGCAAGCCAGGCACATTCAGCMC 9 0 0 

281IEGVAYTSECFPCKPGTFSN 300 

901 AiitCCAGGTTCATTCMCTGCCAGGTGTGTCCCAGAAACACCTATTCTGAGAAAGGAGCC 960 

301 K P G S F M C Q 7 C P R N T Y S E K G A 320 

961 MGMTGTATMGGTGTAAAGACGAGTCTCAATTTTCAGGATCCAGTGAGTGTACAGAG 1020 

321KECIRCKDDSOFSGSSECTE 340 

1021 CGCCCTCCCTGTACCACAAAAGAGTATTTCCAGATCCATACTCCATGTGATGAAGAAGGA 1080 

341RPPCTTKDYFQIHTPCDEEG 360 

1081 AAGACACAGATAATGTACAAGTGGATAGAGCCCAIAATCTGCCGGGAGGATCTCACAGAT 1140 

361KTQIMYKWIEPKICREDLTD 380 

1141 GCTATTAGATTGCCCCCTTCTGGAGAGAAGAAGGATTGTCCGCCTTGCAACCCTGGATTT 1200 

381AIRLPPSGSKKDCPPCNPGF 400 

1201 TATAACAATGGATCATCTTCTTGCCATCCCTGTCCTCCTGGAACATTTTCAGATGGAACC 1260 

401YNNGSSSCHPCPPGTFSDGT 420 

1261 AAAGAATGTAGACCATGTCCAGCAGGAACGGAGCCTGCACTTGGCTTTGAATATAAATGG 1320 

421 K E C R P C P A G T E P A L G F S Y K N 440 

1321 TGGMTGTCCTTCCTGGCAACATGAAMCTTCCTGCTTQATGTTGGGAATTCAAiGTGC 1380 

441WNVLPGNMKTSCFNVGNSKC 460 

1381 GATGGAATGAATGGTTGGGAGGTGGCTGGAGATCATATCCAGAGTGGGGCTGGAGGTTCT 1440 

461 D G M N G w E V A G D H I Q S G A G G S 480 
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1441 GACMTGATTACCTGATCTTMACTTGCATATCCCAGGATTTAMCCACCAACATCTATG 1500 

481DNDYLILHLHIPGFKPPTSM 500 

1501 ACTGGAGCCACGGGTTCTGMCTAGGAAGAATAACATTTGTCTTTGAGACCCTCTGTTCA 1560 

501 T G A T G S E L G R ITFVFETLCS 520 

.i 

1561 GCTGACTGTGTTTTGTACTTCATGGTGGATATTMTAGAMMGTACAAATGTGGTAGAl ' 1620 

521ADCVLYFMVDIMRKSTNVVE 540 

• i 

1621 TCGTGGGGTGGAJ\CCAAAGAAAAACAAGCTTACACCCATATCATCTTCAAGAATGCAACT 1680 

541 S W G G T K E K Q A Y T K I I F K N A T 560 

1631 TTTACATTTACATGGGCATTCCAGAGAACTAATCAGGGTCAJ\GATAATAGACGGTTCATC 1740 

561 FTFTWAFQ-RTNQGQDNRRF I 580 

1741 AATGACATGGTGAAGATTTATTCTATCACAGCCACTAATGCAGTTGATGGGGTGGCGTCC 1800 

581NDMVKIYS ITATNAVDGVAS 600 

130 1 TCATGCCGTGCCTGTGCCCTDGGTTCTGAACAGTCGGGTTCATCGTGTGTCCCCTGCCCT 1360 

601SCRACALGSEQSGSSCVPCP 620 

1361 CCAGGCCACTACATTGAGAAAGAAACCAACCAGTGCAAGGAATGTCCACCTGACACCTAC ■ 1920 

621 P G H Y I E K E T N 0 C K E C ? P D T Y 640 

1921 CTGTCCATACATCAGGTCTAT'XCAAAGAGGCTTGTATTCCATGCGGGCCTGGGAGTAAA 1980 

641 L S I H 0 V Y G K E A C I P C G P G S K 660 

1931 MCAATCAGGACCATTCGGTT^GCTATAGTGACTGCTTTTTCTACCATGAJ\AJy\GAAAAT 2040 

661 N N Q D H S V 'C Y S DCFFYHEK-EN 630 

2041 CAGATTTTGCACTATGACTTTAGCAACCTCAGCAGTGTGGGCTCATTAATGAATGGCCCC 2100 

681 Q I L H Y D F 3 N L S S V G S L H N G P 700 

2101 AGCTTCACCTCCAiA.GGMCAAA.ATACTTCCATTTCTTCAATATCAGTTTATGTGGGCAT 2 160 
701SFTSKGTK.YFHFFNISLCGH 720 
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2161 GAGGGGMGMGATGGCTCTCTGTACCMCMTATMCAGACTTTACAGTAAAAGAA^.TA 2220 

721 S G K K M A L C T N N I T D F T V K E I 740 

2221 GTGGCAGGGTCAGATGATTACACAMTTTGGTAGGGGCATTTGTATGCCAGTCMCMTT 2230 

741 V A G S D D Y T N L V G A F V G Q S T I 760 

2281 ATTCCTTCTGAAAGTAAGGGTTTCCGAGCAGCCTTATCATCACAATCCATCATTCTGGCA 2340 

761 I P S S S K G F R A A L S S 0 S I I L A 780 

2341 GATACATTCATAGGAGTCACAGTTGAMCCACATTGAAAAATATTMTATAAAAGAAGAT 2400 

781DTFIGVTVETTLKHINIKED 300 

2401 ATGTTCCCAGTTCCMCMGCCAAATACCAGATGTGCATTTCTTTTATMGTCTTCTACA 2460 

801 M F P V P T S Q I P D V H F F Y K S S T 820 

2461 GCAACAACxATCTTGTATTAAT']GCCGATCAA.CTGCTGTGAAJ\A.TGAGGTGTAATCCTACT 2520 

821ATTSCING-RSTAVKMRCNPT 840 

2521 AAATCTGGAGCAGGAGTGATTTCAGTCCCCAGCAAGTGCCCAGCAGGTACCTGTGATGGG 2580 

841 K S G A G V I 8 V P S K C P A G T C D G 860 

2581 TGTACGTTCTATTTCCTGTGGGAGAGTGCTGAAGCTTGCCCTCTGTGTACGGAGCATGAC 2640 

861 C T F Y F L W E S A E A C P L C T E H D 880 

2641 TTCCATGAGATTGAGGGAGCCTGCMGAGAGGATTTCAGGAAACCTTGTATGTGTGGAA.T 2700 

881FHEIEGACKRGFQETLYVWN 900 

2701 GAACCTAiiTC^TGCATTAMGGAATTTCTTTGCCTGAGAiAAAGTTGGCAACCTGTGAA 2760 

901 E P K W 'C I K G I S L P E K K L A T C E 920 

2761 ACGGTTGACTTTTGGCTGAAGGTGGGAGCCGGTGTGGGAGCTTTTACTGCCGTTTTGCTG 2820 

921 T V D F W L K ; 'V G A G V G A F T A V L L 940 

2321 GTG^CTCTGACCTGCTACTTCTGGAAJ\MGMTCAAAAACTGGAATAC?J\ATATTCCAA.G 2830 

941 V A L T C Y F H I K H 0 K L E Y K Y S K 960 
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2881 TTAGTMTGACGACTMCTCMMGAGTGTGMCTCCCGGCTGCAGACAGTTGTGCTATC 

961 L V H T T N S I E C E L P A A D S C A I 

2941 ATGGMGGAGAi.GATMTGMGAGGAAGTTGTATATTCCAATAAACAGTCACTACTAGGA 
981M2GEDNE2-EVVYSNKQSLLG 

3001 AMCTCAAATCTTTGGCAACCAAGGAAAAAGAAGACCATTTTGAATCTGTTCAACTGMA 

1001 KLKSLATKE KSDHFESVOLfC 

3061 ACCTCAAGATCCCCAAATATATGMGAGACAGTGCTGTAGCCTTGAGACTAATGAACAAA 

1021 T S R- S P N I * 

3121 GAAACCTGCTCTAGTTTTACAGGACCATATTTTAGGGTCTGTCCTCATACCTGTGACATT 

.3131 GGTGATCTCACAGAGGAGGGC'pATGCCGCTGAAAAGGGAAGGAGATTGAAACATTTGATT 

3241 GCCTTATCACATGGTCMGTACCTTGCCMTAAAGGAAAGCAAATGATTTGGGTCTCAA 

3301 CTGMGATGMGCTCMCTCAC^AAGAGATTTATCTGTATATACACATAACTGAAAACCA 

3361 AGTTTAAGCCCACCMTGCACTGCTGATGCATGCCATATAATTAATGGGTAACTTTTATT 

3421 CTTTATGATGTCTACATAACAAGTGTGATTTGGAAGGCACATGTGAGCATATGCATTATG 

3481 ATCCMTTTATGTTTTTTCTTTGTTTATATTTTGGGGMAATTAMATTTTTTTAAGGTA 

3541 AAAAAAMAAAAAAAA 3556 
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10 20 X 40 
i : J , — ___!_ 

: m z. f a a a g ? */ a g a g w g r ? a z a ? a r g a s ? ? w s ? a w r c c w a a seq 33 2 
- — sacio 

i i ; 1 1 r ■ 

50 60 70 30 

. ■ ! ! ! I„„ 

41 G C Q A A W A G 3 L ? S 3 3 3 R ? 1. ? ? C Q S K 3 2 H c a v r £ C 0 3 3 C 5 R W SEQ ID 2 
1 3ZC10 

i I i | 

20 LOO 110 120 

1 1 1 | 

31 R V A - ? M 5 A V D C 3 3 L ? O ? V R G X 3 C T • 5 C A 3 G 2 V 1. - Q^CT-T?? jeq rn 2 

i — _ -EI33PI3H sbciq 

1 1 r -r- 

U0 140 150 160 

, , , 

HO 130 190 200 

1 1 ' " i — -j— 

210 220 230 2-40 

, , , , | 

250 260 270 280 

> t i * 

i 1 1 r- 

290 300 310 320 

( ; | j 

1 , , — . r . 

330 340 350 360 

207 ESEBEH 3 EEE Eb^e 2 s HEBaB3aHaHSJ3abB3p Mi 1 jj*TTi secio 



370 



380 



390 



400 



359 
247 



BGKEQIJIZKITEEFICICHSDtTDAIRIiPPSGSKKncPPCKP 

B6KTQ r MygffrgpyreRBPLrDA iRCppseERRocppcirE 



SEQ ID 2 
SECIO 



— ; — 
410 



420 



! 

430 



440 



399 
237 



SPZRSeSSSCaPCPPSCFSDSISSCRPCP&StBPALGFB! 
g r TBTITS ffS S Cf PCPPCTPSggTRBC HPCPASTRPREGPBY 



SEQ ID 2 
SECIO 



450 



460 



470 



430 



439 
327 



KWfririri.PGirttR'rscpuTsusa-coGKHewETaGDffiosGAS 

RgWRTEPGtTHRrSCFRVGlTSRCDGtfHGffEyAGD ErOSSftG 



SEQ ID 2 
SECIO 



479 

367 



490 



500 



510 



— r- 

520 



ce s b sr o r c r l, sr n a ;r p s s sc e b t a w t g a. t. s s 5 c s b r t r v r k t l 
ssginrri rcs-c grpspRppraHrGagssBii cs h r tptfbite 



SEQ' ID 2 
SECIO 



FIG. 6A 



520 540 550 560 

— — 1 1 — — 1 — — — r 

570 530 590 600 
1 1 i_ 

T N 3 G'3 3 M 3 S : I S D M 7 K I 'f 5 I T A T M A V D G V SEQ ID 2 

£ sacio 

J. , ] f- 

6i0 520 620 640 

•__ I 1 u 

599 A 3 3 C R A C A L G 5 2 Q 3 G 3 3 C V ? C ? ? G a L 1 2 X 2 T N Q C K 2 C ? P D SEQ ID 2 
459 SEC1Q 

1 1 1 r~ 

650 660 670 630 

L_ L ... , _ J _____ {.,.. 

639 T Y L 3 I 3 Q V t G X E A C I ? C G ? G 3 X 3 M Q D H 5 V C '£ 3 0 C F F 'jf st 2 X SEQ ID 2 
459 __________--.----_»----------- __________ SEC10 

1 ! 1 f - 

690 700 710 720 

679 SNQt_. : i-"3FSN_3SVG -TPj M M 3FT3XGTX_F H 7 F M I 3 _ C SEQ ID 2 

459 H I Q BE R SEC10 

— , r — , , 1 — ; — r - 

730 740 750 760 

■• i i, a 

719 GSEGXXMALCTSMITDFTVKSIVAGaDDYTM-VGA? V C Q 3 SEQ ID 2 
464 ' 3EC-0 
, ■ r , r- 

770 "SO 750 SCO 

I 1 _— — . -- 

759 T i I ? S J 5 S G F R A .U 3 S Q S : I U D ? : I G V T V S T T 1 K !1 I il I S SEQ ID 2 
464 SEC10 

, — , . 1 r- 

810 320 330 340 

1 ! 1 

799 2 D M 5 ? V ? T S Q I ? 3 V H F F '£ X 3 3 T A T T S C I N G R S T A V X M H C N SEQ ID 2 
464 SEC1Q 

1 1 1 1 r- 

350 860 370 380 

1 I 1 u 

839 pTKSGAGVZSVP3XC?AGTC0GCTFjfFLW_5A2AC?LCTE SEQ ID 2 
464 SEC10 
, , . -__ 

890 900 910 920 

t 1 £ 1- 

379 3 0 F H 2 I 2 G A C X X G F Q £ - L V W M 2 ? X W C I X G 2 S _ P E X X E A X SEQ ID 2 
464 S^ 10 

, , : , 

9~0 940 950 960 

T ' ! L_ 

919 CETVDFWEXVGAGVGAFTA V EEVAETC-FWXX N Q X X X X T I SEQ ID 2 
464 SSC10 



959 L M L F S SEQ 13 2 

464 3ECL0 

Ceccraticn 'Deccraticr. #L': Shade (v._h solid black) residues tha_ .larch Che consensus 
named 'Censers us #1' e.__r_L'/. 
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,1, 0 D '?" M 3; 3 3 « O B ± O 



20 20 40 

■ ■ > 1 u_ 7 

I HIT a A a G ? 7 A G 3 G W G R ? A 5 A ? R R C R o ? ? H 3 ? A >i I C C :>< A 1 A 3EQ ID 4 

1 SEC10 

; " s , _ n 

50 60 ?o 3c 

— ■ — 1 1 — — ' ), _i_ 

<L. G C Q A A » A G D L ? 3 5 3 3 A P i ? ? C Q £ K 3 'i A ? 2 Y T 2 G D 3 5 G 3 A W SEQ ID 4 
i 3EC1D 

— — i — — | , __ ^ 

90 100 U0 ICO 

£ a V a : ? :r 3 a v - ; 3 ;■ ? o ? v a c :< • c r f 3 c a 3 g ; ii mTTg seq id 4 
i EBMaH 3ec;o 

; , , 

140 ISO 15Q 

1 1 , ...^ 

HO 130 190 200 

ITU 1 1 ijg 1 1 1133 131 '133 31 33333333SS th 33 5 3EE :r; 

210 220 230 240 

i 1 , p* 

250 260 270 280 

2 :i l 1 ^^!^^^ SEC. O 4 

. , , r 

290 300 310 320 

i , , _ r 

^30 340 350 360 

32i Baaaaa ~ ~ tTTi it 1533 "itt"^ 1 SB 5BE3 mt? i ^ - 4 

1 -1 r— r 

3~0 380 390 400 

I J 1 1J I J 1 ! Ill J J 13 J 1 1 J I ji 1 J33XK4^l4-XXXXiXjLJJ T; 

— i — t — , . — 

^ 410 420 430 440 

i , ,— r 

^ 450 460 470 480 

tJ1 *** : ™^*»^^ SECIO 

r— — — r— t — — — 

450 500 510 520 

seq ra 4 - 

SECIO 



ssott.tt2ntE.trLErFSFKFPtSMrsArcEsai.cRrtrvEEcx 
sgPwgrcrctrcgrgcpggPTgMTSRTcgBEsgrrFrpgf l 




530 



540 



550 



560 



519 
407 



C S5 &. EC C E, IE E" EC TF EC :__ EC EE EC £E TT ET TT V ET SE TOT G* <£ IT EC EL EC S S, TE TT EE E r E" BTET 

cgsgcvETrgyg rrrir ECgarErvTrErstrggTrgrETErgg rrgrrgK-isr 



SEQ ID 4 
SEC10 



570 



580 



559 
447 



a r rrrrw 



590 
i 



600 
_i_ 



AFqRtNQGQDNRRF I M D M V K I YSITATNAVDGV SEQ ID 4 
GIPBE SEC10 



610 
i 



620 



630 



640 



599 ASSCRACALGSEQSGSSCVPCPPGHYIEKETNQCKECPPQ SEQ ID 4 
459 3EC10 



650 



660 



670 
i 



680 



639 T Y L S I H Q V Y G K E A C I P C G ? G S K N N Q D H S V C Y S D C F F Y H E K ■ SEQ ID 4 
459 seolo 



690 



700 



679 ENQILHYDFSNLSSVG3MMN 
459 Q X g I 



710 
i 



720 

_L- 



SFTSKGTKYFHFFNISLC SEQ ID 4 
SEC10 



730 



740 
i_ 



750 
_t_ 



760 
_i_ 



719 GHEGKKMALCTNNITDFTVKEIVAGSDDYTNLVGAFVCQS SEQ ID 4 
464 SEdO 



770 
__] 



780 
l 



790 

__ 



800 



759 TIIPSESKGFRAALSSQSIILADTFIGVTVETTLKNINIK SEQ ID 4 
464 . SECiO 



810 



820 

[__ 



830 



840 



799 EDMFPVPTSQIPDVHFFYKSSTATTSCINGRSTAVKMRCN SEQ ID 4 
464 ■ SEC10 



850 



860 
t_ 



870 



880 



839 PTKSGAGVISVPSKCPAGTCDGCTFYFLWESAEACPLCTE SEQ ID 4 
464 SEC10 



390 



900 



1 

910 



920 



879 HDFHEIEGACKRGFQETLYVWNEPKWCIKGISLP2KKLAT SEQ ID 4 
464 _ _ _ _ _ _ _ SEC10 



930 



940 



950 



— i - 

960 



919 CSTVDFWLKVGAGVGAFTAVLLVALTCYFWKKNQKLEYKY SEQ ID 4 
464 ________________ ____ __ SEC10 



970 

L_ 



980 



990 



1000 
_I_ 



959 SKLVMTTNSKECELPAADSCAIMEGEDNEEEVVYSNKQSL SEQ ID 4 
464 SEdO 



1010 



1020 



1030 



999 LGKLKSLATKEKEDHFESVQLKTSRSPNI . 
464 R 



SEQ ID 4 
SEC10 



Decoration 'Decoration #1' : Shade (with solid black) residues that match the consensus 
named ' Consensus #1 ' exactlv . 
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